Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.003 Å; R factor = 0.056; wR factor = 0.173; data-to-parameter ratio = 18.6.
In the title compound, C 12 H 24 O 4 , the dioxane ring adopts a chair conformation; the n-hexyl chain, which occupies an equatorial position, has an extended zigzag conformation. In the crystal, molecules are connected by O-HÁ Á ÁO hydrogenbonds into a zigzag chain running along the b axis, giving rise to a herringbone pattern.
Related literature
For a related structure, see: Luo et al. (2008) .
Experimental
Crystal data C 12 H 24 O 4 M r = 232.31 Monoclinic, P2 1 =n a = 13.6602 (10) Å b = 5.9370 (5) Å c = 16.4268 (12) Å = 97.737 (1) V = 1320.10 (18) Å 3 Z = 4 Mo K radiation = 0.09 mm À1 T = 173 K 0.40 Â 0.25 Â 0.20 mm
Data collection
Bruker SMART APEX diffractometer 7438 measured reflections 2862 independent reflections 1755 reflections with I > 2(I) R int = 0.041 Refinement R[F 2 > 2(F 2 )] = 0.056 wR(F 2 ) = 0.173 S = 1.06 2862 reflections 154 parameters 2 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 0.32 e Å À3 Á min = À0.24 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: SMART (Bruker, 2003) ; cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
(5-n-Hexyl-2-hydroxymethyl-1,3-dioxan-2-yl)methanol M. Zhang, X.-Y. Yuan and S. W. Ng Comment A previous study reported the crystal structure of 5,5-bis(hydroxylmethyl)-2-phenylmethyl-1,3-dioxane, which was synthesized by the condensation of 2,2-bis(hydroxymethyl)-1,3-propanediol and an aromatic aldehyde (benzaldehyde) (Luo et al., 2008) . A variation of the synthesis with an aliphatic aldehyde under similar reaction conditions yielded a 1,3-dixoxane having the hydroxyl groups connected to another atom of the chair-shaped ring. In the molecule of the C 12 H 24 O 4 (Scheme I, Fig. 1 ), the n-hexyl chain, which occupies an equatorial position, has an extended zigzag conformation. The hydroxy unit of one molecule is a hydrogen-bond donor to the hydroxy unit of an adjacent molecule so that the two O-H···O hydrogen bonds give rise to a herring-bone ribbon that runs along the b-axis of the monoclinic unit cell (Fig. 2 ).
Experimental 2,2-Bis(hydroxymethyl)-1,3-propanediol (13.0 g, 96 mmol) and N,N-dimethylformamide (100 ml) were heated until the 2,2-bis(hydroxymethyl)-1,3-propanediol dissolved completely. n-Heptanal (10.1 g, 89 mmol) and p-toluenesulfonic acid monohydrate (1 g, 5 mmol) were added. The solution was heated 363-373 K 5 h. The solution was cooled and ethyl acetate (100 ml) was added to dissolve the residue after DMF was removed by evaporation. The solution was washed successively with water and 5% sodium bicarbonate (50 ml); the solution was dried over sodium sulfate. The solvent was evaporated to give a solid that was recrystallized from ethyl acetate to yield 16.5 g (70%) of colorless crystals.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.95-0.99 Å) and were included in the refinement in the riding model approximation, with U iso (H) set to 1.2-1.5U eq (C).
The hydroxy H-atoms were located in a difference Fourier map, and were refined isotropically with a distance restraint of O-H 0.84±0.01 Å. (5-n-Hexyl-2-hydroxymethyl-1,3-dioxan-2-yl)methanol 
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